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Flankophile
If you love flanking regions...
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Alex Vincent Thorn – October 2022
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Flanking region
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Why do we need flank 
analysis when 
studying AMR?
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aph(3')-III

Aminoglycoside resistance 
gene.

Gene sequence is identical.

(Vetforlig II)

(ODID)
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aph(3')-III

12 unique flank sequences.

Cluster by host.

(Vetforlig II)

(ODID)



DTUOctober 2022 Flankophile

Flankophile

7

Patrick Munk
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Input

• Assemblies, genomes or individual 

contigs in fasta format

• A reference database in fasta format.

For example  Resfinder DB

Flankophile pipeline

Single 

isolates

Single 

isolates

Meta

genome

Meta

genome

Combined 
results

One 

Health
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What you get
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Cluster

Tsv gene observations
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Flanking region

Target gene

N bp N bp
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What you get
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Ready made plot from Flankophile
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Gene annotation
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Gene annotation with 

1. Your reference 

database

2. Uniprot

3. Isfinder

Database
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Config file – no flags
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Logos
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I am looking for 

• Feedback on documentation

• Suggestions for paper

Take home message

• I would love to help you get started with 

Flankophile
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Thank you
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