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Harmonizing resistance annotations
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1 Gschwind, R., Ugarcina Perovic, S., Weiss, M., Petitjean, M., Lao, J., Coelho, L. P., & Ruppé, E. (2023). ResFinderFG v2. 0: a 

database of antibiotic resistance genes obtained by functional metagenomics. Nucleic Acids Research, 51(W1), W493-W500.
2 Daruka, L., Czikkely, M. S., Szili, P., Farkas, Z., Balogh, D., Grézal, G., ... & Pál, C. (2025). ESKAPE pathogens rapidly develop

resistance against antibiotics in development in vitro. Nature Microbiology, 10(2), 313-331.
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What about the other AMR databases?
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Both harmonizing the labels for PanRes and analyzing the 
sewage samples led us to wonder:

• How similar is the content of the databases?

• How are they being used in the literature?

• How does the choice of database change AMR results?
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Only showing subsets with a minimum of 15 genes in them
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Datasets to use for evaluation

• Global Sewage samples

• One Day in Denmark1: phenotypic vs 

genotypic

• Temporal dynamics and microbial 

interactions shaping the gut 

resistome in early infancy2
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1 Rebelo, A. R., Bortolaia, V., Leekitcharoenphon, P., ... & Aarestrup, F. M. (2022). One day in 

Denmark: comparison of phenotypic and genotypic antimicrobial susceptibility testing in 
bacterial isolates from clinical settings. Frontiers in microbiology, 13, 804627.
2 Chatzigiannidou, I., Johansen, P. L., Dehli, R. K., Moll, J. M., Eriksen, C., Myers, P. N., ... & 

Brix, S. (2025). Temporal dynamics and microbial interactions shaping the gut resistome in 
early infancy. Nature Communications, 16(1), 8139.

One Day in Denmark1



Comments? Want to get involved?
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Abundance: bpTotal/length
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